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8 

10 <130> 
C--> 12 <140> 
C--> 12 <141> 



12 <160> 
14 <170> 



4 <110> 
6 <120> 
7 




16 <210> SEQ ID NO: 1 

17 <211> LENGTH: 2782 

18 <212> TYPE: DNA 

19 <213> ORGANISM r Human 

21 <400> SEQUENCE: 1 

22 gtctcgtgta tggcgtggtt aaggttgcag cctctcacct ctgccttcct ccattttggg 60 

23 ctggttacct ttgtgctctt cctgaatggt cttcgagcag aggctggtgg ctcaggggac 120 

24 gtgccaagca cagggcagaa caatgagtcc tgttcagggt catcggactg caaggagggt 180 

25 gtcatcctgc caatctggta cccggagaac ccttcccttg gggacaagat tgccagggtc 240 

26 attgtctatt ttgtggccct gatatacatg ttccttgggg tgtccatcat tgctgaccgc 300 

27 ttcatggcat ctattgaagt catcacctct caagagaggg aggtgacaat taagaaaccc 360 

28 aatggagaaa ccagcacaac cactattcgg gtctggaatg aaactgtctc caacctgacc 420 

29 cttatggccc tgggttcctc tgctcctgag atactcctct ctttaattga ggtgtgtggt 480 

30 catgggttca ttgctggtga tctgggacct tctaccattg tagggagtgc agccttcaac 540 

31 atgttcatca tcattggcat ctgtgtctac gtgatcccag acggagagac tcgcaagatc 600 

32 aagcatctac gagtcttctt catcaccgct gcttggagta tctttgccta catctggctc 660 

33 tatatgattc tggcagtctt ctcccctggt gtggtccagg tttgggaagg cctcctcact 720 

34 ctcttcttct ttccagtgtg tgtccttctg gcctgggtgg cagataaacg actgctcttc 780 

35 tacaaataca tgcacaaaaa gtaccgcaca gacaaacacc gaggaattat catagagaca 840 

36 gagggtgacc accctaaggg cattgagatg gatgggaaaa tgatgaattc ccattttcta 900 

37 gatgggaacc tggtgcccct ggaagggaag gaagtggatg agtcccgcag agagatgatc 960 

38 cggatcctca aggatctgaa gcaaaaacac ccagagaagg acttagatca gctggtggag 1020 

39 atggccaatt actatgctct ttcccaccaa cagaagagcc gcgccttcta ccgtatccaa 1080 

40 gccactcgta tgatgactgg tgcaggcaat atcctgaaga aacatgcagc agaacaagcc 1140 

41 aagaaggcct ccagcatgag cgaggtgcac accgatgagc ctgaggactt tatttccaag 1200 

42 gtcttctttg acccatgttc ttaccagtgc ctggagaact gtggggctgt actcctgaca 1260 

43 gtggtgagga aagggggaga catgtcaaag accatgtatg tggactacaa aacagaggat 1320 

44 ggttctgcca atgcaggggc tgactatgag ttcacagagg gcacggtggt tctgaagcca 1380 

45 ggagagaccc agaaggagtt ctccgtgggc ataattgatg acgacatttt tgaggaggat 1440 

46 gaacacttct ttgtaaggtt gagcaatgtc cgcatagagg aggagcagcc agaggagggg 1500 

47 atgcctccag caatattcaa cagtcttccc ttgcctcggg ctgtcctagc ctccccttgt 1560 

48 gtggccacag ttaccatctt ggatgatgac catgcaggca tcttcacttt tgaatgtgat 1620 

49 actattcatg tcagtgagag tattggtgtt atggaggtca aggttctgcg gacatcaggt 1680 

50 gcccggggta cagtcatcgt cccctttagg acagtagaag ggacagccaa gggtggcggt 1740 

51 gaggactttg aagacacata tggggagttg gaattcaaga atgatgaaac tgtgaaaacc 1800 

52 ataagggtta aaatagtaga tgaggaggaa tacgaaaggc aagagaattt cttcattgcc 1860 

53 cttggtgaac cgaaatggat ggaacgtgga atatcagatg tgacagacag gaagctgact 1920 

54 atggaagaag aggaggccaa gaggatagca gagatgggaa agccagtatt gggtgaacac 1980 
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55 cccaaactgg aagtcatcat tgaagagtcc tatgagttca agactacggt ggacaaactg 2040 

56 atcaagaaga caaacctggc cttggttgtg gggacccatt cctggaggga ccagttcatg 2100 

57 gaggccatca ccgtcagtgc agcaggggat gaggatgagg atgaatccgg ggaggagagg 2160 

58 ctgccctcct gctttgacta cgtcatgcac ttcctgactg tcttctggaa ggtgctgttt 2220 

59 gcctgtgtgc cccccacaga gtactgccac ggctgggcct gcttcgccgt ctccatcctc 2280 

60 atcattggca tgctcaccgc catcattggg gacctggcct cgcacttcgg ctgcaccatt 2340 

61 ggtctcaaag attcggtcac agctgttgtt ttcgtggcat ttggcacctc tgtcccagat 2400 

62 acgtttgcca gcaaagctgc tgccctccag gatgtatatg cagacgcctc cattggcaac 2460 

63 gtgacgggca gcaacgccgt caatgtcttc ctgggcatcg gcctggcctg gtccgtggcc 2520 

64 gccatctact gggctctgca gggacaggag ttccacgtgt cggccggcac actggccttc 2580 

65 tccgtcaccc tcttcaccat ctttgcattt gtctgcatca gcgtgctctt gtaccgaagg 2640 

66 cggccgcacc tgggagggga gcttggtggc ccccgtggct gcaagctcgc cacaacatgg 2700 

67 ctctttgtga gcctgtggct cctctacata ctctttgcca cactagaggc ctattgctac 2760 

68 atcaaggggt tctaagccac ac 2782 

70 <210> SEQ ID NO: 2 

71 <211> LENGTH: 921 

72 <212> TYPE: PRT 

73 <213> ORGANISM: Human 
75 <400> SEQUENCE: 2 



76 


Met' 


Ala 


Trp 


Leu 


Arg 


Leu 


Gin 


Pro 


Leu 


Thr 


Ser 


Ala 


Phe 


Leu 


His 


Phe 


77 


1 








5 










10 










15 




78 


Gly 


Leu 


Val 


Thr 


Phe 


Val 


Leu 


Phe 


Leu 


Asn 


Gly 


Leu 


Arg 


Ala 


Glu 


Ala 


79 








20 










25 










30 






80 


Gly 


Gly 


Ser 


Gly 


Asp 


Val 


Pro 


Ser 


Thr 


Gly 


Gin 


Asn 


Asn 


Glu 


Ser 


Cys 


81 






35 










40 










45 








82 


Ser 


Gly 


Ser 


Ser 


Asp 


Cys 


Lys 


Glu 


Gly 


Val 


He 


Leu 


Pro 


He 


Trp 


Tyr 


83 




50 










55 










60 










84 


Pro 


Glu 


Asn 


Pro 


Ser 


Leu 


Gly 


Asp 


Lys 


He 


Ala 


Arg 


Val 


He 


Val 


Tyr 


85 


65 










70 










75 










80 


86 


Phe 


Val 


Ala 


Leu 


He 


Tyr 


Met 


Phe 


Leu 


Gly 


Val 


Ser 


He 


He 


Ala 


Asp 


87 










85 










90 










95 




88 


Arg 


Phe 


Met 


Ala 


Ser 


He 


Glu 


Val 


He 


Thr 


Ser 


Gin 


Glu 


Arg 


Glu 


Val 


89 








100 










105 










110 






90 


Thr 


He 


Lys 


Lys 


Pro 


Asn 


Gly 


Glu 


Thr 


Ser 


Thr 


Thr 


Thr 


He 


Arg 


Val 


91 






115 










120 










125 








92 


Trp 


Asn 


Glu 


Thr 


Val 


Ser 


Asn 


Leu 


Thr 


Leu 


Met 


Ala 


Leu 


Gly 


Ser 


Ser 


93 




130 










135 










140 










94 


Ala 


Pro 


Glu 


He 


Leu 


Leu 


Ser 


Leu 


He 


Glu 


Val 


Cys 


Gly 


His 


Gly 


Phe 


95 


145 










150 










155 










160 


96 


He 


Ala 


Gly 


Asp 


Leu 


Gly 


Pro 


Ser 


Thr 


He 


Val 


Gly 


Ser 


Ala 


Ala 


Phe 


97 










165 










170 










175 




98 


Asn 


Met 


Phe 


He 


He 


He 


Gly 


He 


Cys 


Val 


Tyr 


Val 


He 


Pro 


Asp 


Gly 



99 180 185 190 

100 Glu Thr Arg Lys He Lys His Leu Arg Val Phe Phe He Thr Ala Ala 

101 195 200 205 

102 Trp Ser He Phe Ala Tyr He Trp Leu Tyr Met He Leu Ala Val Phe 

103 210 215 220 

104 Ser Pro Gly Val Val Gin Val Trp Glu Gly Leu Leu Thr Leu Phe Phe 

105 225 230 235 240 
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106 


Phe 


Pro 


Val 


Cys 


Val 


Leu 


Leu 


Ala 


Trp 


Val 


Ala 


Asp 


Lys 


Arg 


Leu 


Leu 


107 










245 










250 










255 




108 


Phe 


Tyr 


Lys 


Tyr 


Met 


His 


Lys 


Lys 


Tyr 


Arg 


Thr 


Asp 


Lys 


His 


Arg 


Gly 


109 








260 










265 










270 






110 


He 


He 


He 


Glu 


Thr 


Glu 


Gly 


Asp 


His 


Pro 


Lys 


Gly 


He 


Glu 


Met 


Asp 


111 






275 










280 










285 








112 


Gly Lys Met Met 


Asn 


Ser 


His 


Phe 


Leu 


Asp 


Gly 


Asn 


Leu 


Val 


Pro 


Leu 


113 




290 










295 










300 : 










114 


Glu 


Gly Lys 


Glu 


Val 


Asp 


Glu 


Ser 


Arg 


Arg 


Glu 


Met 


He 


Arg 


He 


Leu 


115 


305 










310 










315 










320 


116 


Lys 


Asp 


Leu 


Lys 


Gin 


Lys 


His 


Pro 


Glu 


Lys 


Asp 


Leu 


Asp 


Gin 


Leu 


Val 


117 










325 










330 










335 




118 


Glu 


Met 


Ala 


Asn 


Tyr 


Tyr 


Ala 


Leu 


Ser 


His 


Gin 


Gin 


Lys 


Ser 


Arg 


Ala 


119 








340 










345 










350 






120 


Phe 


Tyr Arg 


He 


Gin 


Ala 


Thr 


Arg 


Met 


Met 


Thr 


Gly 


Ala 


Gly 


Asn 


He 


121 






355 










360 










365 








122 


Leu 


Lys 


Lys 


His 


Ala 


Ala 


Glu 


Gin 


Ala 


Lys 


Lys 


Ala 


Ser 


Ser 


Met 


Ser 


123 




370 










375 










380 










124 


Glu 


Val 


His 


Thr 


Asp 


Glu 


Pro 


Glu 


Asp 


Phe 


He 


Ser 


Lys 


Val 


Phe 


Phe 


125 


385 










390 










395 










400 


126 


Asp 


Pro 


Cys 


Ser 


Tyr 


Gin 


Cys 


Leu 


Glu 


Asn 


Cys 


Gly 


Ala 


Val 


Leu 


Leu 


127 










405 










410 










415 




128 


Thr 


Val 


Val 


Arg 


Lys 


Gly 


Gly 


Asp 


Met 


Ser 


Lys 


Thr 


Met 


Tyr 


Val 


Asp 


129 








420 










425 










430 






130 


Tyr 


Lys 


Thr 


Glu 


Asp 


Gly 


Ser 


Ala 


Asn 


Ala 


Gly 


Ala 


Asp 


Tyr 


Glu 


Phe 


131 






435 










440 










445 








132 


Thr Glu Gly Thr 


Val 


Val 


Leu 


Lys 


Pro 


Gly 


Glu 


Thr 


Gin 


Lys 


Glu 


Phe 


133 




450 










455 










460 










134 


Ser 


Val 


Gly 


He 


He 


Asp 


Asp 


Asp 


He 


Phe 


Glu 


Glu 


Asp 


Glu 


His 


Phe 


135 


465 










470 










475 










480 


136 


Phe 


Val 


Arg 


Leu 


Ser 


Asn 


Val 


Arg 


He 


Glu 


Glu 


Glu 


Gin 


Pro 


Glu 


Glu 


137 










485 










490 










495 




138 


Gly Met 


Pro 


Pro 


Ala 


He 


Phe 


Asn 


Ser 


Leu 


Pro 


Leu 


Pro 


Arg 


Ala 


Val 


139 








500 










505 










510 






140 


Leu 


Ala 


Ser 


Pro 


Cys 


Val 


Ala 


Thr 


Val 


Thr 


He 


Leu 


Asp 


Asp 


Asp 


His 


141 






515 










520 










525 








142 


Ala Gly 


He 


Phe 


Thr 


Phe 


Glu 


Cys 


Asp 


Thr 


lie 


His 


Val 


Ser 


Glu 


Ser 


143 




530 










535 










540 










144 


He Gly Val Met 


Glu 


Val 


Lys 


Val 


Leu 


Arg 


Thr 


Ser 


Gly 


Ala 


Arg 


Gly 


145 


545 










550 










555 










560 


146 


Thr 


Val 


He 


Val 


Pro 


Phe 


Arg 


Thr 


Val 


Glu 


Gly 


Thr 


Ala 


Lys 


Gly 


Gly 


147 










565 










570 










575 




148 


Gly Glu Asp 


Phe 


Glu 


Asp 


Thr 


Tyr 


Gly 


Glu 


Leu 


Glu 


Phe 


Lys 


Asn 


Asp 


149 








580 










585 










590 






150 


Glu 


Thr 


Val 


Lys 


Thr 


He 


Arg 


Val 


Lys 


He 


Val 


Asp 


Glu 


Glu 


Glu 


Tyr 


151 






595 










600 










605 








152 


Glu Arg Gin 


Glu 


Asn 


Phe 


Phe 


He 


Ala 


Leu 


Gly 


Glu 


Pro 


Lys 


Trp 


Met 


153 




610 










615 










620 










154 


Glu Arg Gly 


He 


Ser 


Asp 


Val 


Thr 


Asp 


Arg 


Lys 


Leu 


Thr 


Met 


Glu 


Glu 
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155 


625 










630 










635 










640 


156 


Glu 


Glu 


Ala 


Lys 


Arg 


He 


Ala 


Glu 


Met 


Gly 


Lys 


Pro 


Val 


Leu 


Gly 


Glu 


157 










645 










650 










655 




158 


His 


Pro 


Lys 


Leu 


Glu 


Val 


He 


He 


Glu 


Glu 


Ser 


Tyr 


Glu 


Phe 


Lys 


Thr 


159 








660 










665 










670 






160 


Thr 


Val 


Asp 


Lys 


Leu 


He 


Lys 


Lys 


Thr 


Asn 


Leu 


Ala 


Leu 


Val 


Val 


Gly 


161 






675 










680 










685 








162 


Thr 


His 


Ser 


Trp 


Arg 


Asp 


Gin 


Phe 


Met 


Glu 


Ala 


He 


Thr 


Val 


Ser 


Ala 


163 




690 










695 










700 










164 


Ala 


Gly Asp Glu 


Asp 


Glu 


Asp 


Glu 


Ser 


Gly 


Glu 


Glu 


Arg 


Leu 


Pro 


Ser 


165 


705 










710 










715 










720 


166 


Cys 


Phe 


Asp 


Tyr 


Val 


Met 


His 


Phe 


Leu 


Thr 


Val 


Phe 


Trp 


Lys 


Val 


Leu 


167 










725 










730 










735 




168 


Phe 


Ala 


Cys 


Val 


Pro 


Pro 


Thr 


Glu 


Tyr 


Cys 


His 


Gly 


Trp 


Ala 


Cys 


Phe 


169 








740 










745 










750 






170 


Ala 


Val 


Ser 


He 


Leu 


He 


He Gly 


Met 


Leu 


Thr 


Ala 


He 


He 


Gly Asp 


171 






755 










760 










765 








172 


Leu 


Ala 


Ser 


His 


Phe 


Gly 


Cys 


Thr 


He 


Gly 


Leu 


Lys 


Asp 


Ser 


Val 


Thr 


173 




770 










775 










780 










174 


Ala 


Val 


Val 


Phe 


Val 


Ala 


Phe 


Gly 


Thr 


Ser 


Val 


Pro 


Asp 


Thr 


Phe 


Ala 


175 


785 










790 










795 










800 


176 


Ser 


Lys 


Ala 


Ala 


Ala 


Leu 


Gin 


Asp 


Val 


Tyr 


Ala 


Asp 


Ala 


Ser 


He 


Gly 


177 










805 










810 










815 




178 


Asn 


Val 


Thr Gly 


Ser 


Asn 


Ala 


Val 


Asn 


Val 


Phe 


Leu 


Gly 


He 


Gly 


Leu 


179 








820 










825 










830 






180 


Ala 


Trp 


Ser 


Val 


Ala 


Ala 


He 


Tyr 


Trp 


Ala 


Leu 


Gin 


Gly 


Gin 


Glu 


Phe 


181 






835 










840- 










845 








182 


His 


Val 


Ser 


Ala 


Gly 


Thr 


Leu 


Ala 


Phe 


Ser 


Val 


Thr 


Leu 


Phe 


Thr 


He 


183 




850 










855 










860 










184 


Phe 


Ala 


Phe 


Val 


Cys 


He 


Ser 


Val 


Leu 


Leu 


Tyr 


Arg 


Arg 


Arg 


Pro 


His 


185 


865 










870 










875 










880 


186 


Leu 


Gly Gly Glu 


Leu 


Gly 


Gly 


Pro 


Arg 


Gly 


Cys 


Lys 


Leu 


Ala 


Thr 


Thr 


187 










885 










890 










895 




188 


Trp 


Leu 


Phe 


Val 


Ser 


Leu 


Trp 


Leu 


Leu 


Tyr 


He 


Leu 


Phe 


Ala 


Thr 


Leu 


189 








900 










905 










910 






190 


Glu 


Ala 


Tyr 


Cys 


Tyr 


He 


Lys 


Gly 


Phe 

















191 915 920 

194 <210> SEQ ID NO: 3 

195 <211> LENGTH: 126512 

196 <212> TYPE: DNA 

197 <213> ORGANISM: Human 

199 <220> FEATURE: 

200 <221> NAME/KEY: misc_feature s 

201 <222> LOCATION: ( 1 )....( 126512 ) 1/ 

202 <223> OTHER INFORMATION: n = A,T,C or G 

204 <400> SEQUENCE: 3 

205 ttggatgaga tctaaagcat tattaagagt ggggagtgca aagaagaaac cctcatttca 60 

206 aagatgaatg agaataatgg catgtacaaa ggtcctgggg tggacagtca cttggtataa 120 

207 tccaagagtg aacctgaagg ctattgttgt tgaaatgtaa taagggagag agtgacggga 180 
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208 tgaaggggga tgagtgggaa gcagtgaatt cctgcaaggc tttgaaggtc atgggaaaga 240 

209 atttggtctt tatatcaaga gcaagagaag actactaaag ggcttcaaac aggggagcga 300 

210 tatgcttaag tctgtttgtt tgttttttta aaaaaagatt acggtggcta tatgaggaaa 360 

211 gtggaattga gaactagcga gagttggagt ggtgagctcc attaggaggc tactgaagta 420 

212 gattcatgag gtaaggagtg atggtggcct gggctgggat gatggtggta gaaatggaga 480 

213 aagagttgat aggatttagt gattggataa gggacagaag agagatgaag gctttcagac 54 0 

214 taacatctgc tttctaacat gagtaactgg gtggctgaag atgctatttt ctgagctggg 600 

215 aaacaggaga aaaaggagca aatatggggg atgaagactt tgagtcttta aggtgctgta 660 

216 caaacacaaa tcagcattcc tttattacta agggtatccc acacagttgt agcagaggga 720 

217 gaaagatcgc ccccccccca cttttttttt ttttttagct attccatggt attttcattc 780 

218 tcatcccacc caaatgaggc agtgagtggt aagatgagta tataatagtt tcaattgcat 840 

219 ttcatcccat tcttctgagc tcaagctcac cttttagtgg tttgaggcca gtagatgaag 900 

220 ctgcatatca cccccaaaat cttgtctcta gtttaacaaa acttatttga gagacatttg 960 

221 catgttttat taataatgat ttttaccact tgttcctttc catgtttggg tttgaaattt 1020 

222 gagtggctgg cggatgatca tcttcctgtt actgcctgct taaactgctc ataagcaggt 1080 

223 tttactggag ggctcagagc tgctgtgaac ttggtcttgg gcacaactta catggcctct 1140 

224 gtttggctat ggggtgggtg gcattcacca tttatcaact cttttgattt cccaagctat 1200 

225 ctcagaatta tagcttgcct ccagaagtct tgcattcggg gaggaagttt ctttccaagg 1260 

226 gagctcagtt ttcaaggttt attgctctgt ttaatggatg agatctaaag cattattaag 1320 

227 agtggggagt gcaaagaaga aacactcatt tcaaaatcga ttgagaataa tggcatgtac 1380 

228 aaaggtcctg gggtggacag tcacttggta taatcctgga gtgaacatga aggccaagga 1440 

229 aatatgtata cattaaacag agcaaggttt tcaattttct ggggactagt ccatgaaaat 1500 

230 tcaattcaat atactctctt gcaaacctat gttatccaag atactcaagt ataatgacaa 1560 

231 cagggtaagg aagtccgaac accccagaaa cagtataaat gggcatgaag attcaggtta 1620 

232 tacatggcct attttaagtt gcttcttgag aactctcaca ggtaatacca gtttgggaga 1680 

233 caggacttga aggctattgc tgcatttcca tccccagtat tcccagctat ttcaagccat 1740 

234 ttttcaacgg agtctccacc agatggtttg gaggacagag cagctatttg tgcctcccat 1800 

235 tgacatctat ttttccaagt gagagactgc cccatatgtt agtgcaatat gtcactggag 1860 

236 gtgaagcatc agttgtattg gtgggaacct gccgtttgct gtcccctttt tcctcatgcc 1920 

237 ttttcctgcc tctctgatct tttctaggtc tctggcctat caggaggaca actggtgctg 1980 

238 caatagaagc cagtggctaa gtctcgtgta tggcgtggtt aaggttgcag cctctcacct 2040 

239 ctgccttcct ccattttggg ctggttacct ttgtgctctt cctgaatggt cttcgagcag 2100 

240 aggctggtgg ctcaggggac gtgccaagca cagggcagaa caatgagtcc tgttcagggt 2160 

241 catcggactg caaggagggt gtcatcctgc caatctggta cccggagaac ccttcccttg 2220 

242 gggacaagat tgccagggtc attgtctatt ttgtggccct gatatacatg ttccttgggg 2280 

243 tgtccatcat tgctgaccgc ttcatggcat ctattgaagt catcacctct caagagaggg 2340 

244 aggtgacaat taagaaaccc aatggagaaa ccagcacaac aactattcgg gtctggaatg 2400 

245 aaactgtctc caacctgacc cttatggccc tgggttcctc tgctcctgag atactcctct 2460 

246 ctttaattga ggtgtgtggt catgggttca ttgctggtga tctgggacct tctaccattg 2520 

247 tagggagtgc agccttcaac atgttcatca tcattggcat ctgtgtctac gtgatcccag 2580 

248 acggagagac tcgcaagatc aagcatctac gagtcttctt catcaccgct gcttggagta 2640 

249 tctttgccta catctggctc tatatgattc tggcagtctt ctcccctggt gtggtccagg 2700 

250 tttgggaagg cctcctcact ctcttcttct ttccagtgtg tgtccttctg gcctgggtgg 2760 

251 cagataaacg actgctcttc tacaaataca tgcacaaaaa gtaccgcaca gacaaacacc 2820 

252 gaggaattat catagagaca gagggtgacc accctaaggg cattgagatg gatgggaaaa 2880 

253 tgatgaattc ccattttcta gatgggaacc tggtgcccct ggaagggaag gaagtggatg 2940 

254 agtcccgcag agagatgatc cggattctca aggatctgaa gcaaaaacac ccagagaagg 3000 

255 acttagatca gctggtggag atggccaatt actatgctct ttcccaccaa cagaagagcc 3060 

256 gcgccttcta ccgtatccaa gccactcgta tgatgactgg tgcaggcaat atcctgaaga 3120 
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VERIFICATION SUMMARY DATE: 08/23/2001 

PATENT APPLICATION: US/09/804 , 474A TIME: 12:33:32 

Input Set : A:\Seqlist.txt 

Output Set: N:\CRF3\08162001\I804474A.raw 

L:12 M:270 C: Current Application Number differs. Replaced Current Application No 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:1270 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 3 
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